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Abstract Terpenoids are products of isoprenoid pathway. The sesquiterpene synthase catalyzes formation of sesquiter-

pene intermediates from farnesyl diphosphate (FPP). We have cloned ¢cDNAs/genes encoding ( + )-8-cadinene synthase
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(CAD) and FPP synthase (FPS) from cotton, and analyzed their expression pattern. Treatment of Gossypium arboreum

cultured cells with an elicitor of Verticillium dahliae dramatically induced transcription of both FPS and CAD1 . Investiga-

tion of a glanded G. hisutum cultivar revealed an active biosynthesis of sesquiterpenoids in developing seeds, starling at

an early cotyledon stage. In cotton seedlings and mature plants, the CAD1-A and CAD1-C genes were regulated differen-
tially. We also isolated (3R )-linalool synthase cDNAs (QH1 and QH5) from Artemisia annua L. RT-PCR demonstrated

a wounding — inducible increase in QH1 and QHS5 transcription.

Key words secondary metabolism, sesquiterpene synthase, gossypol, Gossypium, Artemisia annua
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